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Introduction

ï To be accepted onto CRAN or 
Bioconductor R packages must pass 

R CMD check / devtools::check()

ï Further info from my Code Club session
https://remlapmot.github.io/r-pkg-tips/ 

ï CRAN have special/pseudo-secret 
additional check settings

ï First submit to https://builder.r-hub.io/ and 
https://win-builder.r-project.org/ 
fix then submit to CRAN then �
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ï 2 releases of OneSampleMR accepted 
onto CRAN &

ï & then & email from CRAN Team
ï New problem/s
ï 2 week deadline to fix otherwise package 

will be removed/archived and hence no 
longer available using 
install.packages()
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Investigating

ï Go to package CRAN page
ï Then to CRAN checks link
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ï Error on 4 Linux sub-architectures
ï Those weren't there a few days ago or 

when I sent in the 2 previous versions
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ï (bottom of previous screen)
ï Crucial lines: 

ï NOTE: Package suggested (in 
Suggests list in DESCRIPTION file) 
but not available for checking: 'ivtools' 

ï ERROR: Error processing vignette & there 
is no package called 'ivtools'
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ï (part of) DESCRIPTION file
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ï Investigate ivtools check results
ï Error for the same 4 Linux 

sub-architectures
ï Similar but not identical crucial line: 

ï ERROR: Package required (in Imports 
list in DESCRIPTION file) but not 
available: 'ahaz'
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ï Investigate ahaz check results
ï Error on the same 4 Linux 

sub-architectures
ï Crucial line: 

ï Installation failed
ï & we have found the source of the error
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ï Click on one of the errors then on the 
installation log file

ï Some C code has failed to build 
ï maybe R-devel requires different 

settings/C code syntax
ï maybe CRAN have changed their setup
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Fixing

ï Open OneSampleMR repo as RStudio 
project (i.e., double click .Rproj file)

ï Search for "ivtools" using Find in Files 
(Ctrl/Cmd + Shift + F) (restrict to Common 
R source files)
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ï Only used in a vignette and some test files
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ï When were ahaz and ivtools last updated?
ï ivtools: 2020-02-24
ï ahaz: 2013-06-03

ï Question to the group: what strategies 
would solve the error for

ï ahaz
ï ivtools
ï OneSampleMR
ï & and will the solutions be the same?
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ï My fix
ï Removed use of ivtools in OneSampleMR 

and resubmitted to CRAN
ï Back to no errors
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What happened next?

ï ahaz was updated
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What was the fix in the ahaz package?

ï Want to see diff in source code between 
v1.14 and v1.15

ï But ahaz is not on GitHub/other source 
control site from the author

ï Could make own Git/GitHub repo from 
CRAN sources (i.e., download .tar.gz files)

ï Use R-hub unofficial CRAN mirror 
(/compare repo page)

ï https://github.com/cran/ahaz/compare 
ï Compare tags v1.14 to v1.15
ï Git/GitHub has 2 and 3 dot syntax
ï https://github.com/cran/ahaz/compare/1.14

...1.15 
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ï ahaz now reports either ok or a check note
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ï ivtools now reports ok
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ï TODO: Could put ivtools back in 
OneSampleMR 

ï being more careful to remember to use 
conditionally in every case

ï the vignette build should not have failed
ï https://r-pkgs.org/description.html#guardin

g-the-use-of-a-suggested-package 
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Conclusion

ï Your package can be removed 
from/archived on CRAN because of a 
problem with one of its dependency 
packages & which feels like it's not really 
your fault!

ï Advice: include as few packages as 
possible in your Imports and Suggests lists
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